
2X Hi Prime Taq 
PCR Master Mix 2X Hi Prime Taq Master Mix with PCR enhancer cocktail is an optimized 

combination of Taq and Hi fidelity Taq DNA Polymerases present in a buffer that is 

compatible to amplify from different template source, irrespective of their GC 

content. This 2X Master Mix particularly resistant to some PCR inhibitors up to a 

certain percentage. The mix is suitable for direct PCR from unprocessed samples 

including bacterial culture, bacterial colonies. 2X Hi Prime Taq Master Mix can 

perform consistently well on a broad range of templates (including both GC and AT 

rich).The convenient master mix formulation contains dNTPs, MgCl , buffer 2

components and stabilizers, requiring  only the addition of primers and DNA 

template for robust amplification.

 Features

þ

þ For  sensitive high throughput PCR

þ Tolerates a wide range of genomic DNA templates

Easy to use for long range PCR (more than 12 kb)

PCR amplification with 2X Hi Prime taq PCR Master Mix from lambda genomic DNA . 

1st Lane: molecular size marker - 1 kb DNA Ladder. 2nd and 3rd lane : 12  kb PCR 

amplification reactions, using   2X  Hi Prime Taq PCR Master Mix in 50 μ l final reaction 

volume.5 μ l loaded for analysis in 1% agarose gel. 
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Note:

Ø 2X Hi PrimeTaq PCR Master MiX  is recommended to use at 

a 1X concentration, adding  DNA template and primers in a 

total reaction volume of 25 or 50 μl.

Ø 2X  Hi PrimeTaq PCR Master Mix can be used for three 

months keeping an aliquot at 4°C.

Component

2X Hi PrimeTaq PCR 

Master Mix

Control DNA template

Control Primer mix

G7119A

250 reactions

10 µl

10 µl

G7119

100 reactions

10 µl

10 µl

G7119B

1000 reactions

10 µl

10 µl

Description

Storage
-20°C to -10°C in a non-frost-free freezer. Guaranteed 

stable for 4 months when stored properly.  2X  Hi Prime Taq 

PCR Master Mix is stable for 17-20 freeze-thaw cycles 

when stored at -20°C. Avoid repeated freeze/thawing of 

reagents

Advantages

Ø Genotyping.

Ø Multiplex PCR

Ø Library construction

Ø PCR from bacterial culture and urine


